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CTTTCTCTGAGTGACTCCAGCAATTAGCCAAGGCTCCTGTACCCAGGCAGGACCTCTGCG 

_ i + — — +-———— — — — f 1 OOw 

GAAA£A^CTCACTGA^T^^ 

CTCTGAGCTCCATTCTCCTTCAAGACCTCCCCAACTTCCCAGGTTGAACTACAGCAGA^ ^ ^ 
TTCTGGAGGGGTTGA 

Fig. 10B 



lg9i 

GAGACTCGAGGTAAGAGGAAGTTCTGGAGGGGTTGAAGGGTCCAACTTGATGTCGTCTTC 



CCTTTAGAAAGGGCAO^CGOT^ 1900 

ACTGOUa^GCCCCGGGAOUH^^ 1960 

CACCCtt^TTCTCCCCCTCCCT^^^^ ^ 
1861 GTG^CTGAAGAGGG^ 

crccccwicccGwrcrrcc^ 1980 

1921 GMG^G^CCGCM^ 



2040 



TTTCGTGRGCTCGTCTCTGATCTCGCGCAAGAGTGACACACJ^TGTTCAAAGACGCTTC 

TGOSGftSTGAGCWRAGCGGTTTACGAGTGACTTGWTGGAGOT ^ 
2 M1 ACCCCT^TCCCTTCGC^TGCTCACTGAACCGACCTCGGM 

CACGGAACACACCCTa^CACKXCTGTC ^ 
2101 GTGCOTGTGTGGCTCTCCGGTCGGGACCGACGGGTCCGCCT^ 

GGTTGGTGGACCCGCTCftGTACGGRGTTGGGGAAGCTCTTTCAC^CG^AGG^TTGCTCA 

J\ c\ „———+——— — — +— + ~ - + - 

CCAACCACCTGGGCGftGTCATGCCTCAACCCCTTCGAGAAAGTGAAGCCTCCTAACGAG 

AOACCATCKTGC^ 228Q 
2221 TGTT^TAC^CCG^^ 



AGGCTT, 



:accccgtcttagtcccggggataggcaa^ 



+ 2340 



2281 TCC^TGGC^ 

G<^TTGCGGC<aX^GCGGCGCACGC<*(^ 

2341 CCTA^CGCCGTC^ 

TTGGAGACTGGCTCCCGGGGGCTGTTAGGACCTTCCCTCAGGCCCGGGTGCTCAGA^GA 

TGGAGGACTTGCTTTTCTTGGGCCTTGATGCGAAGTGCTGATCCCGCTG 

2461 ACCTCCTGZ^CGAAAAGAACCCGGAACTA 

CAGCTCCGGCGCTCCTCGGAGACCACTGCGCTCCACGTTGAGGTGGGCGTGGGGGGCGGA 

2521 + + + * + + 

GTCGAGGCCGCGAGGAGCCTCTGGTGACGCGAGGTGCAACTCCACCCGCACCCCCCGCCT 

CAGGAATTGAAGCGGAAGTCTGGGAAGCTTTAGGGTCGCTGGAGGGGGACCCCGGTTGGA 

2591 + + ———+«—«—+ 2 

GTCCTTAACTTCGCCTTCAGACCCTTCGAAATCCCAGCGACCTCCCCCTGGGGCCAACCT 

< 4.p53-BE > 

1 (intron) 

GAGAGGAGCGGAJ^TCCTGG^CAAfiCCCTQACAAGCCAAGCCAAAGGTCCGCTCCGGCGC 

2641 + + + + + + 

CTCTCCTCGCCTTGAGGACCTGTTCGGGACTGTTCOGTTCGGTTTCCAGGCGAGGCCGCG 



Fig. 10C 
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0 G. FIG. ( 
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[CLASS 


SUBCLASS 


DRAFTSMAN 




2X [ 



CGGTGGGTC^GC^^^^ 2760 

2101 IcC^™*^^^ 

CATATTGCTCATTTtCTGGO^ 2620 

2761 S5SSS5SS5SS^^ 

2821 c^^CGKCTCCCGftGCCTTCTT<X^ 

«»mM«eW«^^ 2940 

2881 ^™^g^^^ 

CCTTGTCTCCCTTCCGGGAATTCTCtCTTTRRGACTGTAMTCG^TKCTGMTGGTTTC ^ 

2941 

ATTTTGTTTTGTTTTTCTGCCCTTCTCTTTCTTCTTTTGCCCTTTCTIRGCTTCCACT ^ 
3001 '^^^^ 

3061 

Kcewwiwinrt^^ 3180 

3X21 5S5SSS5SS£iS5t^^ 

JV3AAATGCCAGCTTGCAGATGGCTAATCAAAG ^ 
3181 TCTTTACGGTCGAACGTCTACCGATTAGTT-rC 



Fig. 10D 
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Fig. 11A 

variations in the p53 binding region of figure 8 



1. pH40IMl 



iiii 



p!140 
pll40 IMI 



GGACAAGCCCTGACAAGCCA 

GGAAAAGCCCTGACAAGCCA 
t 



positions of the mutations (boldface and arrow): 2270 (C-*A) 



2. pll40IMn 



pll40 

pll40 IMII 



GGACAAGCCCTGACAAGCCA. 

GGAAAAGCCCTGAAAAGCCA 
t t 



positions of the mutations (boldface and arrow): 2270 (C-»A) 

2280 (C-+A) 



3. pii40iMm 



pll40 

pll40 IMIH 



GGACAAGCCCTGACAAGCCA 

GGAAAATCCCTGAAAATCCA 
t T t T 



positions of the mutations (boldface and arrow): 2270 (C->A) 

2273 (G-VT) 

2280 (C->A) 

2283 (G-»T) 



APPROVED {Q G. FIG. 



BY 

DRAFTSMAN 



subclass! 
2V- I 



D 



Fig.HB 



4. pli40iMiv 

pll40 GGACAAGCC CTGACAAGCCA 

pll40 IMIV GCACAAGCCCTCACAAGCCA 

t t 

positions of the mutations (boldface and arrow): 2268 (G->T) 

2278 (C->A) 
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0 G. FIG. 


BY 






| DRAFTSMAN 







Fig. 12A 

variations in the p53 binding regions of figure 9 



i. piHiiMm 

pU41 

p!141 IMIII 



GGACAAGCCCTGACAAGCCA 

GGAAAATCCCTGAXAATCCA 
t T t t 



m 



positions of the mutations (boldface and arrow): 2270 

2273 
2280 
2283 



2. pi 141 lp53 



pll41 

pl!41 lp53 



AGAGATGCCCAAACTGTTTT 

AGAGATTCCCAMATGTTTT 
t t 



positions of the mutations (boldface and arrow): 50 

57 



3. pi 141 2p53 



p!141 

pl!41 2p53 



AATGTTGCTTAAGCTTTTTT 

AATGTTTCTTAAGATTTTTT 
t t 



positions of the mutations (boldface and arrow): 443 

450 
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CLASS 
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Fig. 12B 



4. pll41 3p53 



pll41 

p!14l 3p53 



AAACTACCTAAGAGCTATCT 
ACAATACCTAAGAGCTATCT 
t t 



positions of the mutations (boldface and arrow): 1268 

1270 



(A-+C) 
(C->A) 



W 

o 



5. pll41 ABgl 



pll41 
pll41ABgl 



6. pi 141 ASpe 



pll41 
pll41ABgl 



< I.p53-BB > 

AATAACCTTTAGAGATGCCCAAACTGrmCCCCAGAACA 

AATAACCTTT& O.TCTC CC CAGAACA 



< 2.p53-BB ~~> 

CAT CTTTGCCJATGTTGCraAAGCTTTTTTGGCTACAT TT 

CATCTTTGCCA CTXGTGGCTACATTT 



7.pll41 AMph 



pll41 
plUlABgl 



< 3.p53-BE > 

AATT CAT GCT AAACTACCTAAfiAfiCTATCTACCGTT C CAA 
AATTCATGCTATCCA TACCGTTCCAA 



nrrnuvtl; 


0 G. FIG. I 
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DRAFTSMAN 
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# 



Fig. 13A 

variations in the p53 binding region of figure 10 
1. pll42 TAG 



mutation of the positions: 2227 (A-»T) 

2228 (T-*A) 



2. pll42EVfflI 



I A 



pll42 

pll42 IMIII 



GGACAAGCCCTGACAAGCCA 

GGAAAATCCCTGAAAATCCA 
ft ft 



positions of the mutations (boldface and arrow): 2662 (C->A) 

2665 (G-»T) 

2672 (C-*A) 

2075 (G->T) 



3. .pll42ABgI 



pll42 
pll42ABgl 



< I.p53-BB > 

AATAACCTTT AfiAGATGCCCAAXCTGTTTTCCC CAGAACA 

AATAACCTTTA -GATCTCCCCAGAACA 



pll42 ASpc 



pll42 
p!142ABgl 



<- 2.p53-B B > 

CATCTTTGCCAATGTTGCTTAAGCCTTTTTGGCTACATTT 

CATCTTTGCCA CTACTGGCTACATTT 



APPROVED 
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FIG. 
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Fig. 13B 



5. p!142AMph 



< 3,p53-BE > 

pi 142 AATTCATGCTAAACTACCTAAGAGCTATCTACCGTTCCAA 

pll42ABgl AATT CATGCT ATGCA TACCGTTCCAA . 



APPROVPn 
Mr r nuvcu 


U rlva. j 


BY 




SUBCLASSg 


DRAFT*? IUIAM 


4^ 


2^) 1 



* 



promoter 



exon i intron i 



ru 



(a) 
(b) 

(c) 
(d) 



e e 



I.p53-BE 2.p53-BE 3.p53-BE 



ATG 



if.p53-BE 



3 



I s * 

D 



Fig. 14 



